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10 20 30 40 50 60 70 80 90 100 110 120
TNNNAATENNNAANCMNNC TTCCTTTCG GGCTTTGTTA GCAGCCGG ATCTCAGTGGTGGTGGTGGT GGT GCTC GAGTTAGC TCCCGCCATCTGCTGGCGCATC GAAGCT GGCAGTCCAGCT TGCG

Attt

130 140 150 160 170 180 190 200 210 220 230 240 250
GCGCAATCTCCGTCGCATAGAGGGTGC GCGCGAGCGCATCCACTACTACGTCG GAATCGAGCTTCCTTGCGGTTATGGCATCCTGAGCTGTCTTCAGCAAGACAGCCTTACTT GCATTGATTGGT

e

260 270 280 290 300 310 320 330 340 350 360 370
GCTCCACCTCCAGCCGEGCGGOGAACTCACGTACCTTGCCAGCAGTC TTCT GAGAGC GGGAGAAGGTC GTTAGC GOAGAGAGGGGGTAATGTTCT GCCGGT TG GTGGC CAGGG coeg
380 390 400 410 420 430 440 450 460 470 480 490 500

GTCTGTATTGTGTTGTCGGGGAGAAT TGACTGATAGAT GAGAAGAGGGCGCATTAGCTC CTTGAGCTGGAATGGCCACAGGTTGAAGGGGGCTCCACTCTTTGAGGCGGACT TAATGTTT

e .

510 520 530 540 550 560 570 580 590 600 610 620
TTGTAGTAATCGATGAGGCAATAAGC TCCCGGCGACAAGGAATCTACT CGCCATATGGACGCTCGGATCGTGTCCGGCCTGCG GAGAT CAGT GTC GT ACAAGGTAATAGT GCT

Mttt o e e b
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630 640 650 660 670 680 690 700 710 720 730 740 750
TAGGCTTCAGTACTTCCGC CTCAGCGTCGTGTTG GATTCCTATCAGCCATTTGGAATCATCGTTGC GCTTGATGTTTGCTGAG GC GCAACTAGGGCATT CAAGTTCGAGGGCC GATACCCCC

W et e e o e e e

760 770 780 790 800 810 820 830 840 850 860 870
GAGCCACAATCATTGCACTTGCCAAGCTGATCGACTCGAT AGCATGTTTTGATCTCGGCGAACTCATCGTT CGGCAGCACAAMGG TCTTTTCC GCGAGCTCCT GAACGTCC GCCA GGAT AG CCAGT

880 890 900 910 920 930 940 950 960 970 980 990 1000
T ACGACGCTGACGA GTGCT GTCCGATGTAGCCCATGCGAGCCTGAGCCGTCTGCTT GTGAC GGCTGCCCA TAC ACT TICTCTTTCGCAGATC TAC GT GATCCTTGAT GAGTTCCT CG

1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110
NGCTTT @G NGTEAGC TAGGG NI GGGATAG TCATTATATC TCCGT C TCTALG AGGGG TG NATCCGC TCACAATT CCC NATEN NGAGCGTAT NIT C WG G NTC GAGA TCTC

1120 1130 1140 1150 1160 1170 1180 1190
GAT C TCTA®N C G OGC NITCGTGG C N NAT CAC GGNCC C GGTGC N WGCTG G NC N N B C NACTCAC G ATGG N NNA TC N N GC




